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Today, the research which solves the structure and function of a numerator motor using the 
dynamics and electromagnetism in physics attracts attention as what leads to an elucidation 
of the principle of all living body molecular engines of operation. Generally, the structure of a 
living body numerator is very complicated, and difficulty follows it on a physical elucidation. 
However, “DNA motor” model is proposed by George Oster etc., and the simulation on a 
computer became possible. In this research, based on George Oster‘s model, we proposed a 






























































































図 2 DNAモーター模式図 




























3.2 座標系  
円筒座標系1 
































図 3 円筒座標系 


























































































































































































































































































図 10 電荷間の力 































































































































































図 13 Step０   Step１ 
図 14  Step２０ Step３０ 
図 15 Step４０   Step５０ 
図 16 Step６０   Step７０ 
図 17 Step８０  Step９０ 
図18 Step１００ Step１１０
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